| izl ccdB |

pDONR™201
pDONR™207

Comments for: pDONR™201 pDONR™207

4470 nucleotides 5585 nucleotides
rrB T2 transcription termination sequence (c): 73-100 73-100
rrB T1 transcription termination sequence (c): 232-275 232-275
Recommended forward priming site: 300-324 300-324
attP1: 332-563 332-563
ccdB gene (c): 959-1264 959-1264
Chloramphenicol resistance gene (c): 1606-2265 1606-2265
attP2 (c): 2513-2744 2513-2744
Recommended reverse priming site: 2769-2792 2769-2792
Kanamycin resistance gene: 2868-3677
Gentamicin resistance gene (c): 3528-4061
pUC origin: 3794-4467 4909-5582
(c) = complementary strand
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The recombination region of the expression clone resulting from pDONR201 x entry clone
or pDONR 207 x entry clone is shown below.

Features of the Recombination Region:

293

353

412

2666

2725

2785

Shaded regions correspond to DNA sequences transferred from the attB substrate
into pDONR 201 or pDONR 207 by recombination. Non-shaded regions are
derived from the pPDONR™201 or pDONR 207 vector.

Bases 413 and 2656 of the pDONR 201 or pDONR 207 vector sequence are marked.

Forward priming site

CCTACTC‘TCG CGTTAACGCT AGCATGGATC TC'GGGCCCCA AATAATGATT TTATTTTGAC
AGCCCGGG‘GT TTATTACTAA AATAAAACTG

TGATAGTGAC CTGTTCGTTG CAACAAATTG ATGAGCAATG CTTTTTTATA ATG CCA AGT
ACTATCACTG GACAAGCAAC GTTGTTTAAC TACTCGTTAC GAAAAAATAT TAC GGT TCA

attlL1
41‘3 26‘56
TIG TAC AAA AAA GCA GGC TNN s NAC CCA GCT TTC TTG TAC AAA
ARC ATG TTT TTT CGT CCG ANN ---2€N€___ NTG GGT CGA AAG AAC ATG TTT

GTG GGC ATT ATAAGAAAGC ATTGCTTATC AATTTGTTGC AACGAACAGG TCACTATCAG
CAC CCG TAA TATTCTTTCG TAACGAATAG TTAAACAACG TTGCTTGTCC AGTGATAGTC

attlL2
Reverse priming site

\
TCAAAATAAA ATCATTATTT GCCATCCAGC TGCAGCTCTG GCCCGTGTCT CAAAATCTCT
AGTTTTATTT TAGTAATAAA CGGTAGGTCG
|

1
GATGTTACAT TGCACAAGAT AAAAATATAT CATCATGAAC AATAAAACTG TCTGCTTACA
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CTTTCCTGCGTTATCCCCTGATTCTGTGGATAACCGTATTACCGCTAGCCAGGAAGAGTTTGTAGAAACG
CAAAAAGGCCATCCGTCAGGATGGCCTTCTGCTTAGTTTGATGCCTGGCAGTTTATGGCGGGCGTCCTGC
CCGCCACCCTCCGGGCCGTTGCTTCACAACGTTCAAATCCGCTCCCGGCGGATTTGTCCTACTCAGGAGA
GCGTTCACCGACAAACAACAGATAAAACGAAAGGCCCAGTCTTCCGACTGAGCCTTTCGTTTTATTTGAT
GCCTGGCAGTTCCCTACTCTCGCGTTAACGCTAGCATGGATCTCGGGCCCCAAATAATGATTTTATTTTG
ACTGATAGTGACCTGTTCGTTGCAACAAATTGATGAGCAATGCTTTTTTATAATGCCAAGTTTGTACAAA
AAAGCAGAACGAGAAACGTAAAATGATATAAATATCAATATATTAAATTAGATTTTGCATAAAAAACAGA
CTACATAATACTGTAAAACACAACATATCCAGTCACTATGAATCAACTACTTAGATGGTATTAGTGACCT
GTAGTCGACCGACAGCCTTCCAAATGTTCTTCGGGTGATGCTGCCAACTTAGTCGACCGACAGCCTTCCA
AATGTTCTTCTCAAACGGAATCGTCGTATCCAGCCTACTCGCTATTGTCCTCAATGCCGTATTAAATCAT
AAAAAGAAATAAGAAAAAGAGGTGCGAGCCTCTTTTTTGTGTGACAAAATAAAAACATCTACCTATTCAT
ATACGCTAGTGTCATAGTCCTGAAAATCATCTGCATCAAGAACAATTTCACAACTCTTATACTTTTCTCT
TACAAGTCGTTCGGCTTCATCTGGATTTTCAGCCTCTATACTTACTAAACGTGATAAAGTTTCTGTAATT
TCTACTGTATCGACCTGCAGACTGGCTGTGTATAAGGGAGCCTGACATTTATATTCCCCAGAACATCAGG
TTAATGGCGTTTTTGATGTCATTTTCGCGGTGGCTGAGATCAGCCACTTCTTCCCCGATAACGGAGACCG
GCACACTGGCCATATCGGTGGTCATCATGCGCCAGCTTTCATCCCCGATATGCACCACCGGGTAAAGTTC
ACGGGAGACTTTATCTGACAGCAGACGTGCACTGGCCAGGGGGATCACCATCCGTCGCCCGGGCGTGTCA
ATAATATCACTCTGTACATCCACAAACAGACGATAACGGCTCTCTCTTTTATAGGTGTAAACCTTAAACT
GCATTTCACCAGTCCCTGTTCTCGTCAGCAAAAGAGCCGTTCATTTCAATAAACCGGGCGACCTCAGCCA
TCCCTTCCTGATTTTCCGCTTTCCAGCGTTCGGCACGCAGACGACGGGCTTCATTCTGCATGGTTGTGCT
TACCAGACCGGAGATATTGACATCATATATGCCTTGAGCAACTGATAGCTGTCGCTGTCAACTGTCACTG
TAATACGCTGCTTCATAGCACACCTCTTTTTGACATACTTCGGGTATACATATCAGTATATATTCTTATA
CCGCAAAAATCAGCGCGCAAATACGCATACTGTTATCTGGCTTTTAGTAAGCCGGATCCACGCGATTACG
CCCCGCCCTGCCACTCATCGCAGTACTGTTGTAATTCATTAAGCATTCTGCCGACATGGAAGCCATCACA
GACGGCATGATGAACCTGAATCGCCAGCGGCATCAGCACCTTGTCGCCTTGCGTATAATATTTGCCCATG
GTGAAAACGGGGGCGAAGAAGTTGTCCATATTGGCCACGTTTAAATCAAAACTGGTGAAACTCACCCAGG
GATTGGCTGAGACGAAAAACATATTCTCAATAAACCCTTTAGGGAAATAGGCCAGGTTTTCACCGTAACA
CGCCACATCTTGCGAATATATGTGTAGAAACTGCCGGAAATCGTCGTGGTATTCACTCCAGAGCGATGAA
AACGTTTCAGTTTGCTCATGGAAAACGGTGTAACAAGGGTGAACACTATCCCATATCACCAGCTCACCGT
CTTTCATTGCCATACGGAATTCCGGATGAGCATTCATCAGGCGGGCAAGAATGTGAATAAAGGCCGGATA
AAACTTGTGCTTATTTTTCTTTACGGTCTTTAAAAAGGCCGTAATATCCAGCTGAACGGTCTGGTTATAG
GTACATTGAGCAACTGACTGAAATGCCTCAAAATGTTCTTTACGATGCCATTGGGATATATCAACGGTGG
TATATCCAGTGATTTTTTTCTCCATTTTAGCTTCCTTAGCTCCTGAAAATCTCGATAACTCAAAAAATAC
GCCCGGTAGTGATCTTATTTCATTATGGTGAAAGTTGGAACCTCTTACGTGCCGATCAACGTCTCATTTT
CGCCAAAAGTTGGCCCAGGGCTTCCCGGTATCAACAGGGACACCAGGATTTATTTATTCTGCGAAGTGAT
CTTCCGTCACAGGTATTTATTCGGCGCAAAGTGCGTCGGGTGATGCTGCCAACTTAGTCGACTACAGGTC
ACTAATACCATCTAAGTAGTTGATTCATAGTGACTGGATATGTTGTGTTTTACAGTATTATGTAGTCTGT
TTTTTATGCAAAATCTAATTTAATATATTGATATTTATATCATTTTACGTTTCTCGTTCAGCTTTCTTGT
ACAAAGTGGGCATTATAAGAAAGCATTGCTTATCAATTTGTTGCAACGAACAGGTCACTATCAGTCAAAA
TAAAATCATTATTTGCCATCCAGCTGCAGCTCTGGCCCGTGTCTCAAAATCTCTGATGTTACATTGCACA
AGATAAAAATATATCATCATGAACAATAAAACTGTCTGCTTACATAAACAGTAATACAAGGGGTGTTATG
AGCCATATTCAACGGGAAACGTCGAGGCCGCGATTAAATTCCAACATGGATGCTGATTTATATGGGTATA
AATGGGCTCGCGATAATGTCGGGCAATCAGGTGCGACAATCTATCGCTTGTATGGGAAGCCCGATGCGCC
AGAGTTGTTTCTGAAACATGGCAAAGGTAGCGTTGCCAATGATGTTACAGATGAGATGGTCAGACTAAAC
TGGCTGACGGAATTTATGCCTCTTCCGACCATCAAGCATTTTATCCGTACTCCTGATGATGCATGGTTAC
TCACCACTGCGATCCCCGGAAAAACAGCATTCCAGGTATTAGAAGAATATCCTGATTCAGGTGAAAATAT
TGTTGATGCGCTGGCAGTGTTCCTGCGCCGGTTGCATTCGATTCCTGTTTGTAATTGTCCTTTTAACAGC
GATCGCGTATTTCGTCTCGCTCAGGCGCAATCACGAATGAATAACGGTTTGGTTGATGCGAGTGATTTTG
ATGACGAGCGTAATGGCTGGCCTGTTGAACAAGTCTGGAAAGAAATGCATAAACTTTTGCCATTCTCACC
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GGATTCAGTCGTCACTCATGGTGATTTCTCACTTGATAACCTTATTTTTGACGAGGGGAAATTAGGCCGG
GAAGCCGATCTCGGCTTGAACGAATTGTTAGGTGGCGGTACTTGGGTCGATATCAAAGTGCATCACTTCT
TCCCGTATGCCCAACTTTGTATAGAGAGCCACTGCGGGATCGTCACCGTAATCTGCTTGCACGTAGATCA
CATAAGCACCAAGCGCGTTGGCCTCATGCTTGAGGAGATTGATGAGCGCGGTGGCAATGCCCTGCCTCCG
GTGCTCGCCGGAGACTGCGAGATCATAGATATAGATCTCACTACGCGGCTGCTCAAACCTGGGCAGAACG
TAAGCCGCGAGAGCGCCAACAACCGCTTCTTGGTCGAAGGCAGCAAGCGCGATGAATGTCTTACTACGGA
GCAAGTTCCCGAGGTAATCGGAGTCCGGCTGATGTTGGGAGTAGGTGGCTACGTCTCCGAACTCACGACC
GAAAAGATCAAGAGCAGCCCGCATGGATTTGACTTGGTCAGGGCCGAGCCTACATGTGCGAATGATGCCC
ATACTTGAGCCACCTAACTTTGTTTTAGGGCGACTGCCCTGCTGCGTAACATCGTTGCTGCTGCGTAACA
TCGTTGCTGCTCCATAACATCAAACATCGACCCACGGCGTAACGCGCTTGCTGCTTGGATGCCCGAGGCA
TAGACTGTACAAAAAAACAGTCATAACAAGCCATGAAAACCGCCACTGCGCCGTTACCACCGCTGCGTTC
GGTCAAGGTTCTGGACCAGTTGCGTGAGCGCATACGCTACTTGCATTACAGTTTACGAACCGAACAGGCT
TATGTCAACTGGGTTCGTGCCTTCATCCGTTTCCACGGTGTGCGTCACCCGGCAACCTTGGGCAGCAGCG
AAGTCGAGGCATTTCTGTCCTGGCTGGCGAACGAGCGCAAGGTTTCGGTCTCCACGCATCGTCAGGCATT
GGCGGCCTTGCTGTTCTTCTACGGCAAGGTGCTGTGCACGGATCTGCCCTGGCTTCAGGAGATCGGAAGA
CCTCGGCCGTCGCGGCGCTTGCCGGTGGTGCTGACCCCGGATGAAGTGGTTCGCATCCTCGGTTTTCTGG
AAGGCGAGCATCGTTTGTTCGCCCAGGACTCTAGCTATAGTTCTAGTGGTTGGCTACTAATAGGTTGTAT
TGATGTTGGACGAGTCGGAATCGCAGACCGATACCAGGATCTTGCCATCCTATGGAACTGCCTCGGTGAG
TTTTCTCCTTCATTACAGAAACGGCTTTTTCAAAAATATGGTATTGATAATCCTGATATGAATAAATTGC
AGTTTCATTTGATGCTCGATGAGTTTTTCTAATCAGAATTGGTTAATTGGTTGTAACACTGGCAGAGCAT
TACGCTGACTTGACGGGACGGCGCAAGCTCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAG
CGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCTTTTTTTCTGCGCGTAATCTGCTGCTT
GCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCG
AAGGTAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTCCTTCTAGTGTAGCCGTAGTTAGGCCACC
ACTTCAAGAACTCTGTAGCACCGCCTACATACCTCGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAG
TGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGGTCGGGC
TGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGC
GTGAGCTATGAGAAAGCGCCACGCTTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGT
CGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTATAGTCCTGTCGGGTTT
CGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCA
GCAACGCGGCCTTTTTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTT
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General Description

DNA pDONR 207
Entire molecule length: 5585 bp

Restriction/Methylation Map
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Enzyme # of cuts Positions

Accl 566 614 1516 2509

Acclll 2052

Acil 31| 43 129(c) 142 180
189(c) 1008(c) 1347
1542 1614 1708(c)
2072(c) 2899 3536(c)
3605(c) 3689(c)
3756(c) 3786 3804
3940 4171 4191
4413(c) 4493(c) 4988
4997(c) 5132 5242(c)
5363(c) 5382(c)
5509(c) 5537(c)

Acsl 3 [ 2048 2907 3091

Acyl 11133

AflllI 2 [ 3973 5580

Alul 15 | 1086 1449 2023
2152 2271 2280
2652 2754 2760
4585 4858 5023
5280 5326 5416

Alw44l 3 [ 1148 4445 5266

Alwl 11 | 327 1171 1590(c)
1603 3156(c) 3616
4459 4666 4934(c)
4936 5022

AlwNI 2 (1276 5171

Apal 1 (330

Apall 3 [ 1148 4445 5266

Apol 3 [ 2048 2907 3091

Asp700 2 [ 8154528

AspEl 2 | 562 2516

AspHI 4 | 1152 3716 4449
5270

Aspl 1| 3955

Aval 4 | 323 1179 3859 4123

Avall 114214

BamHI 1| 1595

Banll 2 | 330 2949

Bbsl 2 | 243(c) 4484

Bbvl 20 | 588(c) 1465(c)
2483(c) 2741(c) 2769
3746(c) 3833 3947
4019(c) 4035(c)
4038(c) 4054(c)
4098(c) 4180(c) 4345




4348 4952(c) 5158(c)

5161(c) 5251

Begl 3 | 304(c) 4045 4325(c)

Bfal 6 | 46 312 777 4582
4594 5087

Bgll 1] 4493

Bglll 1] 3744

Bmyl 6 | 330 1152 2949 3716
4449 5270

Bpml 1] 1932(c)

BpuAl 2 | 243(c) 4484

BsaAl 2 | 2359 3633

BsaBl 2 |1168 3743

BsaHI 11133

Bsal 2 | 1039(c) 4394

Bsadl 21 | 1157 1179 1747
1816 1817 2395
2396 3165 3769
3860 4093 4124
4304 4327 4458
4482 4516 4538
4573 4682 5420

BsaWi 6 | 1408 2052 3429
3708 5227 5374

BseAl 1| 2052

BsiEl 6 | 570 618 3294 3920
4488 5246

BsiHKAI 4| 1152 3716 4449
5270

BsiYI 15| 151 1041 1179 1360
1823 2390 3208
3708 3810 4655
4672 5102 5381
5547 5565

Bsill 15| 151 1041 1179 1360
1823 2390 3208
3708 3810 4655
4672 5102 5381
5547 5565

BsmAl 9 | 1039(c) 1120(c)
1824(c) 2377 2777
3310 3716(c) 3909
4394

BsmFlI 3 | 1258(c) 2432 4860

Bsml 4 | 1654(c) 2061(c)
3178(c) 3255(c)

Bsp120I 1] 326

Bsp1286I 6 | 330 1152 2949 3716
4449 5270

BspEl 1 | 2052

BspHI 2 | 2818 4860

BspMI 1[933

BspWiI 21| 13251714 2277

2481 2763 3006




3038 3252 3653
3711 3791 3827
3985 4104 4111
4413 4493 4499
4508 4962 5534

BsrBl

182(c)

BsrDI

al|—=

395 2035(c) 2684(c)
2792(c) 3702

BsrFl

w

1048 3248 4502

BsrGl

414 1204 2659 4137

Bsrl

247(c) 520(c) 937
1061 1157 1270(c)
1807 2247(c) 2559
3085 4217(c) 4284
4824 5053 5165(c)
5178(c)

BssHII

1554

Bst11071

1517

BstNI

51116 284 1158
1818 1874 2397
2425 3184 3770
4361 4460 4575
4656 5421 5434
5555

BstUI

16

303 1008 1556 1603
2901 2951 3296
3656 3689 3756
3788 3830 4105
4493 4956 5537

BstXI

1068

BstYI

~N | =

319 1595 3744 4451
4658 4928 4939

Cfol

23

1082 1556 1558
2477 3009 3231
3248 3318 3656
3689 3796 3830
4107 4181 4231
4378 4498 4854
4956 5065 5239
5339 5406

Cfr10l

1048 3248 4502

Csp6l

[ec] oM}

4151205 1634 2172
2660 3128 3539
4138

Ddel

14

103 203 259 541 609
1015 1324 1828
2276 2504 2533
3311 4897 5306

Dpnl

22

321 1020 1165 1597
2323 2366 2450
3163 3293 3509
3610 3638 3733
3746 3928 4453
4473 4660 4922
4930 4941 5016




Dpnll

22

3191018 1163 1595
2321 2364 2448
3161 3291 3507
3608 3636 3731
3744 3926 4451
4471 4658 4920
4928 4939 5014

Dral

1793 2132

Drall

327

Dralll

4310

Drd|

5478

Dsal

1747 4093 4304

DsaV

o|w|=af=a]|=]N

49 114 151 184 282
1108 1156 1178
1179 1314 1816
1872 2312 2395
2404 2423 3165
3182 3497 3768
4318 4359 4458
4516 4573 4654
5201 5419 5432
5553

Eael

N

1058 1154 1783
4485

Eagl

4485

Eam1105I

562 2516

Earl

49(c) 3107

EclXI

4485

Eco57I

4449(c) 5038(c)

EcoNI

3206

EcoO109I

327

EcoRl

2048

EcoRli

N=2 =2 = IN=2ININN|—

—_

49 114 282 1156
1816 1872 2395
2423 3182 3768
4359 4458 4573
4654 5419 5432
5553

EcoRV

3552

Esp3l

A N

1824(c) 2377 3310
3909

Fnu4HlI

28

602 1479 1709 2497
2755 2758 2899
3757 3760 3786
3822 3936 4033
4049 4052 4068
4112 4194 4334
4337 4414 4494
4966 5172 5175
5240 5383 5538

FnuDlI

16

303 1008 1556 1603
2901 2951 3296
3656 3689 3756
3788 3830 4105




4493 4956 5537

Fokl

14

67(c) 103 1077(c)
1156(c) 1194(c)
1316(c) 2068 2734(c)
2932 4131 4281(c)
4521(c) 4533 4653(c)

Haell

3797 4499 5340

Haelll

79 95 156 245 328
1060 1156 1785
1872 2094 2139
2394 2766 2898
3381 3497 3662
3964 4416 4487
5106 5540 5558
5569

Hgal

122(c) 2473(c)
4302(c) 4890(c)
5468(c)

HgiAl

1152 3716 4449
5270

Hhal

23

1082 1556 1558
2477 3009 3231
3248 3318 3656
3689 3796 3830
4107 4181 4231
4378 4498 4854
4956 5065 5239
5339 5406

HinP1I

23

1080 1554 1556
2475 3007 3229
3246 3316 3654
3687 3794 3828
4105 4179 4229
4376 4496 4852
4954 5063 5237
5337 5404

Hincll

307 567 615 1460
25104277

Hindll

307 567 615 1460
25104277

Hinfl

21531 649 1699
2543 3205 3261

3433 3872 4578
4633 4639 5210

Hpal

307

Hpall

152 186 1049 1109
1180 1315 1409
1593 1925 2053
2095 2314 2406
3167 3249 3430
3498 3709 3719
3876 4320 4503
4518 5012 5202
5228 5375

Hphl

20

208(c) 607 1158(c)




1259(c) 1763 1805(c)
1817 1873(c) 2009(c)
2011 2017(c) 2350
2502 3144(c) 3223
3419(c) 3463 3606(c)
4308(c) 4698

Ital

28

602 1479 1709 2497
2755 2758 2899
3757 3760 3786
3822 3936 4033
4049 4052 4068
4112 4194 4334
4337 4414 4494
4966 5172 5175
5240 5383 5538

Ksp6321

N

49(c) 3107

Mael

46 312 777 4582
4594 5087

Maell

14

170 437 890 1146
1788 1963 2358
2370 2638 2890
3632 3779 3902
4879

Maelll

25

358 522 554 741
1464 1885 1990
2456 2518 2550
2714 2788 3054
3146 3441 3612
4036 4055 4099
4183 4314 4813
5044 5160 5223

Maml

1168 3743

Mbol

319 1018 1163 1595
2321 2364 2448
3161 3291 3507
3608 3636 3731
3744 3926 4451
4471 4658 4920
4928 4939 5014

Mboll

13

66 243(c) 581(c)
629(c) 1022(c) 1778
2443(c) 3094(c) 3205
3561(c) 4418(c) 4489
4923(c)

Mcrl

570 618 3294 3920
4488 5246

MIuNI

1060 1156 1785

Mnll

159 690 713(c) 740
884 1333 1504 2207
2362 2888(c) 3110
3477(c) 3666(c) 3673
3716 3855(c) 4119(c)
4340(c) 4492 4548
4692 5153 5403(c)
5477




Mrol

—_

2052

Mscl

1060 1156 1785

Msel

306 464 693 982
1255 1650 1792
2131 2611 2905
3284 4804 4876

MslI

w

1066 1394 2336

MspA1l

1708 2152 2754
4193 4997 5242

Mspl

27

152 186 1049 1109
1180 1315 1409
1593 1925 2053
2095 2314 2406
3167 3249 3430
3498 3709 3719
3876 4320 4503
4518 5012 5202
5228 5375

Mval

17

51116 284 1158
1818 1874 2397
2425 3184 3770
4361 4460 4575
4656 5421 5434
5555

Mvnl

16

303 1008 1556 1603
2901 2951 3296
3656 3689 3756
3788 3830 4105
4493 4956 5537

Mwol

21

1325 1714 2277
2481 2763 3006
3038 3252 3653
3711 3791 3827
3985 4104 4111
4413 4493 4499
4508 4962 5534

Ncil

13

153 186 1110 1180
1181 1316 2314
2406 3167 3499
4320 4518 5203

Ncol

1747

Ndell

319 1018 1163 1595
2321 2364 2448
3161 3291 3507
3608 3636 3731
3744 3926 4451
4471 4658 4920
4928 4939 5014

Nhel

45 311

Nlalll

319 1080 1393 1669
1690 1751 1981
2822 2919 3031
3146 3451 3669
3946 3977 4166
4864 5584




NialV 7 | 328 329 950 1597
2350 5513 5552

Nrul 1| 2951

Nsil 2 | 3144 3410

Nspl 2 | 3977 5584

PAMI 3 | 1823 2390 4672

Plel 4 | 3880 4572(c) 4641
5204(c)

Ppu10l 2 | 3140 3406

Psp1406l 2 [ 170 1963

Pstl 2 | 930 2759

Pvul 1] 3294

Pvull 2 | 2152 2754

Rcal 2 | 2818 4860

Rsal 8 | 416 1206 1635 2173
2661 3129 3540
4139

Sall 3 | 565 613 2508

Sau3Al 22 [ 319 1018 1163 1595
2321 2364 2448
3161 3291 3507
3608 3636 3731
3744 3926 4451
4471 4658 4920
4928 4939 5014

Saug6l 8 | 154 244 326 327
2393 2765 3962
4214

Scal 111635

ScrFl 30 | 51 116 153 186 284
1110 1158 1180
1181 1316 1818
1874 2314 2397
2406 2425 3167
3184 3499 3770
4320 4361 4460
4518 4575 4656
5203 5421 5434
5555

SfaNI 20 | 101(c) 269(c) 588(c)
813 1720 2205(c)
2483(c) 2910(c)
2994(c) 3129(c)
3216(c) 3336(c) 3570
3975(c) 4109(c) 4406
4543 4568 4762(c)
5483(c)

Sfel 7 | 560 926 2513 2755
4586 5124 5315

Smal 1] 1181

Snol 3 | 1148 4445 5266

SspBl 4 | 414 1204 2659 4137

Sspl 2 | 1740 3219

Styl 2 | 1747 4327




Taql 13 | 566 614 921 2293
2509 2893 3259
3548 3815 4088
4345 4777 5482
THil 9 | 21 531 649 1699
2543 3205 3261
3433 4639

Thal 16 | 303 1008 1556 1603
2901 2951 3296
3656 3689 3756
3788 3830 4105
4493 4956 5537
Tru9l 13 | 306 464 693 982
1255 1650 1792
2131 2611 2905

3284 4804 4876

Tsp509I 16 | 378 466 814 907
1643 2048 2607
2695 2907 3091
3273 3490 3523
4755 4797 4805

Tth111I 1| 3955

Van91l| 3 | 1823 2390 4672

Xholl 7 | 319 1595 3744 4451
4658 4928 4939

Xmal 111179

Xmalll 1| 4485

Xmnl 2 | 8154528

No cuts: Aatl, Aatll, Acc651, Aflll, Agel, Aosl, Ascl, Asel, Asnl, Asp718, Asull, Avill, Avrll, Banl, BbrPI,
Bcll, Bftl, Blnl, Bpul102I, Bsgl, BsiWI, BspDI, BstBI, BstEIl, Bsu36l, Celll, Clal, Csp45I, Ecl136l1, Eco47IIl,
Espl, Fspl, HindlIIl, Kasl, Kpnl, Kspl, Mfel, Mlul, Munl, Nael, Narl, Ndel, NgoMI, Notl, NspV, Pacl, PaeR71,
PinAl PmaCl, Pmel, Pmll, PpuMI, Rsrll, Sacl, Sacll, Sapl, SexAl, Sfil, Sful, SgrAl, SnaBI, Spel, Sphl, Stul, Swal,
Xbal, Xcml, Xhol
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